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Mathematical
tracing of protein misfolding

The classification of various autoimmune diseases according to the misfolding

of specific proteins is following the existing proof of their connection. Yet, the
misfolding is not being modeled according to geometry but according to the

problems arised by the energy flows. The proteins can be unfolded with a par-
allel production and measurement of approximately 80.000 energy steady
states and could be compared with unfolded well operating proteins. The defi-
nition of a much smaller length of a protein which may contain the misfolding
is crucial for transforming research-oriented patterns to diagnostic tools. Creat- 7Y/
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